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Correlation of mutant NPM1 variant allelic frequency detected in bone marrow and blood
There were 19 patients in which bone marrow (BM) and peripheral blood (PB) samples were available at same time point. There was a reasonable correlation between mutant NPM1 VAF in BM and PB. (Spearman's r = 0.897, P < 0.0001). (Supplementary Figure 4A) Based on these results we also calculated that there was a mean 0.7 Log (median 0.41Log) difference between NPM1 MRD measurements in the BM and blood. (Supplementary Figure 4B) .
Prognostic impact of NGS MRD using only Bone Marrow samples
We excluded paired cases in which NGS was done on peripheral blood samples at post consolidation time point as bone marrow sample was not available to determine if there was a bias in the results due to a combination of BM and PB. As can be seen in Supplementary 
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Analysis of FCM-MRD Data
Familiarity with normal myeloid maturation and standardization of normal templates was achieved on stressed regenerative bone marrows (for e.g. ALL post induction that were MRD negative) using the antibody panels as seen above. A representative case of NPM1-mut AML which is positive at the post induction time point is shown in Supplementary Figure 7. 
